Mitochondrial genome of longheaded eagle ray Aetobatus flagellum (Chondrichthyes: Myliobatidae).
The complete mitochondrial genome sequence of the Aetobatus flagellum is 20,201 bp long and consists of 13 protein-coding genes, 22 tRNA genes, 2 rRNA genes and 1 control region (CR). The base composition of the genome is 30.9% A, 28.2% T, 27.1% C and 13.8% G. Comparing mtDNA of elasmobranchs submitted in NCBI, our study not only identified the longest mitochondrial genome with 4490 bp CR in A. flagellum, but also strongly revealed that records in the northwest Pacific may belong to a separate species from those distributed in Indonesia.